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Xylella fastidiosa, is a phytopathogenic quarantine
bacterium that was first detected in Portugal in 2019 in
Vila Nova de Gaia. Since then, new infection outbreaks
have been recorded in other parts of the country (Figure
1).

This constant spread may lead to devastating economic
and environmental problems, threatening Portugal's
agricultural sector and plant diversity. Since there is no
cure for this bacterium, vector control is perceived as the
main tool to limit the spread of X. fastidiosa.
In Portugal, some studies developed in the Northeast
region demonstrated the importance of the main vector
and potential vectors and clarified aspects of the biology,
diversity and abundance; however, there is a lack of
knowledge about these aspects at the national level

The project Xvectors.pt

The Xvectors.pt project: “Biology of xylem-sap feeding insect vectors and potential vectors of Xylella fastidiosa in
Portugal”, funded by EFSA, in the call GP/EFSA/ALPHA/2021/07, aims to obtain information about the biology of
known insect’s vectors of Xylella fastidiosa and its potential vectors in Portugal, and to diminish the lack of
knowledge that exists in the country about Xylella fastidiosa vectors, and to help to developing possible actions
to limit/eradicate the dissemination of Xylella fastidiosa.

Consortium: 

2. Establishment of associations between different host plants and the preference of vectors and potential
vectors

3. Biology of Philaenus spumarius: microcosm studies

4. Identification, among the vectors and potential vectors, of infection rates, the period in which they occur, and
main target plants, in complementarity with the samplings of the national program of testing vectors, potential
vectors, and plants coordinated by DGAV;

                 

     
     
       
      
        

                           
        
                         
           
            

             
       
      
       

                

       

         
               

Figure 1. Evolution of Xylella fastidiosa demarcated areas in Portugal between 
2019-2023.Map is projected in ETRS89/PT-TM06 (DGAV, 2022d and DGAV 2023)

Xylella fastidiosa in Portugal 

Objetives

1. Identification of potential insect vectors of
X. fastidiosa, in different agroecosystems, at
different locations and with different
agroclimatic conditions in Portugal

Specific objectives: Trás-os-Montes 
(Northeast Portugal)Porto 

(Northwest 
Portugal)

Lisbon and 
Tagus Valey

region (Western 
South-Central 

Portugal)

Alentejo region 
(Southeast Portugal)

Olive groves cork oak forests

semi-natural area 

Polygala myrtifolia

Medicago sativa

5. Creating and managing a spatial database, forms for mobile app devices, and a
webGIS platform to integrate and visualize data collected during the project, as well as
to facilitate the data analysis, data accessibility, the reporting, and the communication
within the Consortium and with EFSA

When this bacterium is present, there is a serious danger of 
spreading across the landscape by insect vectors. In Europe, 
all insects that feed exclusively on the xylem are considered 
potential vectors and belong to the infraorder 
Cicadomorpha (Figure 2).

Figure 2. Insect vectors and potencial vectors of Xylella fastidiosa 
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